where S is the number of susceptible chimpanzees, I the number of infectious chimpanzees, and R the number of recovered chimpanzees;  is the daily transmission probability;  is the recovery rate; and N is the total number of chimpanzees in the population (i.e., N = S + I + R). We estimated  and  and associated CIs by fitting the SIR model to observed cumulative incidence data (1) for each phase of the outbreak, and we assumed a total population size of 50 chimpanzees. Here, the basic reproductive number, R0, is calculated as 0 = . Graphs show model predictions superimposed on data from observations of clinical signs for the 3 phases of the epidemic.
